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a Genetic VARIATION causing 
a Phenotypic VARIATION

Orgogozo, Morizot & Martin Frontiers Genet. 2015 
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Meta-analysis of the coding SNP

Transitions or transversions?

Which codon site?

Variation according to taxonomic group? Or to taxonomic 
status (experimental, domestication, intraspecific, 
interspecific, intergenera)? 



  
CYtosine et TYmine are PYrimidines 



  

Case 1: diapause in C. elegans desert strain
scd-2 gene 

Gephebase-entries
https://tinyurl.com/y7pb3vth

Protocol
https://tinyurl.com/y9eaxwk6

ExtractedData
https://tinyurl.com/ycuw25ax

https://tinyurl.com/y7pb3vth
https://tinyurl.com/y9eaxwk6
https://tinyurl.com/ycuw25ax


  



  



  CYtosine et TYmine are PYrimidines 



  

No relevant data provided in the supplementary data
Accession numbers not provided

No sequence data except the wild-type sequence
when I searched “scd-2 C elegans” in NCBI Nucleotide



  

No accession numbers provided

No sequence data except the wild-type sequence
when I searched “scd-2 C elegans” in NCBI Nucleotide



  

Case 2: trichome density in A. thaliana
ETC2 gene 



  

GA AorG  → AA AorG 1rst codon position



  

GA AorG  → AA AorG 1rst codon position
GAR → AAR 1rst codon position



  

No need to check the reference in this case



  

Case 3: salt tolerance (exerimental evol.) 
in S. cerevisiae - CYC8 gene 



  

Download supplementary tables



  



  

G  → T
Y → stop

Impossible!
Error in Table S1

Let's consider that 
the error lies in the 
nucleotide report

UAR → UAY 



  

UAR → UAY

3rd position
Transversion 



  

Gephebase-entries
https://tinyurl.com/y7pb3vth

Protocol
https://tinyurl.com/y9eaxwk6

ExtractedData
https://tinyurl.com/ycuw25ax

It's your turn!

https://tinyurl.com/y7pb3vth
https://tinyurl.com/y9eaxwk6
https://tinyurl.com/ycuw25ax
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