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● Last Thomas Denecker’s presentation :

http://www.normalesup.org/~vorgogoz/BioInfoCourses/2019-06-BioInfo-Reproducibility-Denecker.pdf

http://www.normalesup.org/~vorgogoz/BioInfoCourses/2019-06-BioInfo-Reproducibility-Denecker.pdf


  

Because material and methods are (were ?) not FAIR  

Could you redo the analysis ?



  

Credits : T .Denecker

Most of the time we don’t have skills to solve these problems

And even if you have a detailed protocol (workflow)



  Credits : xkcd

And if you think you have skills, your configuration can look like this

Not really FAIR



  

Each choice has concequences

STAR 2.7

For a given biological question addressed with bioinformatics.

You need the right :

ressources  tools methods 



  

Same problems in wet biology



  

Many choices and solutions to set up your 
working environment

Life
Roche
Agilent
Qiagen
Applied
...

Power supply
Waste
Gaz
Fluids
Etc...

??



  
Credits : T .Denecker

How to fit the FAIR data principles in bioinformatics ?



  

● To install / desinstall programs
● To manage software environments
● To deal with dependancies (and OS)
● To manage program versions
● To get and distribute software environments
● To keep a « clean » machine
● ….

Is 



  

Learn Try & developp

Keep tools accessible Easy Uninstall



  

Which  do we need?



  

Miniconda installation
Follow instructions https://conda.io/projects/conda/en/latest/user-guide/install/index.html

https://conda.io/projects/conda/en/latest/user-guide/install/index.html


  

Miniconda installation
Go to https://docs.conda.io/en/latest/miniconda.html and download installer file

https://docs.conda.io/en/latest/miniconda.html


  
Credits : https://www.freecodecamp.org/news/why-you-need-python-environments-and-how-to-manage-them-with-conda-85f155f4353c/

HOW  WORKS ?



  

Hands-on
● We will use a Docker container which run linux and contains the required 

files

– Pros :
●  What is done in docker stays in docker !
● Everybody share the same environment

– Cons : 
● You need to install Docker !



  

Launch Docker

● PC : click on Docker-desktop icon 

● MAC : click on Docker-desktop icon

● Linux : wait



  

Open a terminal

● PC : type « cmd » or « powershell » in search bar 

● MAC : Control + Option + Shift + T 

● Linux : Ctrl + Alt + t



  

Check docker images

docker images

It should be like me If you read the mail and did your homework ! 



  

Start a linux container
docker run -it okirsh/tpconda

Your machine env

Inside docker container



  

Install miniconda
cd /tpconda

ls -l



  

Install miniconda
bash Miniconda3-latest-Linux-x86_64.sh

Tip : use tab completion !! no need to type everything

And press ENTER



  

Install miniconda
Read the license terms ...

yes



  

Install miniconda
Press ENTER



  

Install miniconda
yes



  

Install miniconda



  

Install miniconda
source /root/.bashrc

Et voilà !! miniconda is installed, added in your $PATH and loaded 



  

(Mini) conda exploration

Type :

conda

Or

conda --help



  

(Mini) conda exploration

Type :

conda env --help



  

(Mini) conda basic command
conda info

conda info -e 

conda env list

conda list

conda deactivate

which python

conda activate

which python

conda list



  

Create an environment
Conda is environment management system :

You can create insulated software envs (like different rooms in the lab) 

The command is like conda create -n envname toolname 

Or like conda install  -n envname toolname (if the env already exists)

Important notice : the « base » env shouldn’t be used (or modified). 
Always create a new or modify an existing env if you want to try something 



  

How does it work ?

Conda is package 
manager system :

You can any program 
from dedicated 
repositories (channels)

Conda will find the 
required dependencies 
for your packages 

Credits : https://www.freecodecamp.org/news/why-you-need-python-environments-and-how-to-manage-them-with-conda-85f155f4353c/



  
https://bioconda.github.io/

Usefull channel / repository



  

Repository of packages



  

Install 
bedtools

Search in anaconda-cloud
And click the link 



  

Install bedtools in a new environment

conda create -n bedtools229 -c bioconda bedtools

Open & check your new environment 

conda activate bedtools229

Check 

conda list

bedtools --version 

bedtools



  

Install an older version of bedtools and add bwa

Check available versions 

conda search -c bioconda bedtools

You can create a new env or clone your env and downgrade software version

conda create --clone bedtools229 -n bedtools222

conda install -c bioconda -n bedtools222 bedtools=2.22 bwa



  

Export and share your envs
Check your env list

conda env list

Which env is « activated » ?

conda activate

Export environment configuration

conda env export -n bedtools222

conda env export –no- build -n bedtools222 

Save it in a yml file

conda env export --no-build -n bedtools222 > bedtools222.yml



  

Export and share your envs

Send yml file by email

Share them on anaconda cloud



  

Managing envs
> Creating an env from a yml

View of available 
conda env on nncr 
(IFB cluster)



  

Managing envs
> Creating an env from a yml

Type :
 
ls -l

cat bedtools.yml

conda env create -n bedtoolsifb -f bedtools.yml



  

Managing envs

Remove an env :Simply delete the folder, or

conda env list

conda env remove -n bedtools229



  

Set up « Channels »
● https://bioconda.github.io/user/install.html#set-up-channels

* order matters

First check your channel config with :  conda config --get channels

This step is not mandatory but it’s always good to « control » your machine



  

Is conda really FAIR ?



  

https://paris7bioinfo.wordpress.com/
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